Associated Data

Study population
Informed consent was taken from all the individuals participating in the study. Information related to age, sex, ethnic origin, nutritional status, previous TB history, socio-economic status of the family and associated medical data such as HIV infection are collected from each individual participating the study using a questionnaire.
Patients
There were 134 pulmonary TB patients (age >14) were included for this study .All patients had established disease. The disease was defined   on the basis of clinical manifestations, culture or smear positive, tuberculin test, chest X-ray and bronchoscopy. No patients were HIV infected.
Controls
160 Subjects were included as control for polymorphic analysis and for socioeconomic factor association study. The control group included is pediatric patients not having TB or any other infectious disease and normal healthy subjects. Control group had no history of TB and had normal radiographic examination findings.  Control subjects matched with patients by age, sex and ethnicity. 
Sample collection –  Approx. 5ml. of blood samples of each patient and control were collected in storage vials containing  EDTA as anticoagulant (50µl. EDTA for 1ml. blood), from the pediatric department of Sanjay Gandhi hospital and Shyam Shah Medical college Rewa, Ranbaxy pathology Regional collection centre Rewa and District hospital Satna, Shahdol and Sidhi . 

                     Polymerase chain reaction
PCR Mix
The PCR was carried out in a final volume of 25 μl, containing 100 ng of genomic DNA(4-5 μl),  2.5 μl of 10X  Taq polymerase buffer (10 mM Tris HCl pH 8.8, 50 mM KCl, 1.5 mM MgCl2, 0.01% gelatin, 0.005% Tween-20, 0.005% NP-40; final concent ration 1X; Genetix Biotech Asia Pvt. Ltd.,India), 1 μl of 10 mMdNTPs (Banglore Genei, Bangalore, India), 1 μl of 25 pmol/μl of secific forward and reverse primers and 1 μl of  unit of 1U/ μl Red Taq DNA polymerase (Bangalore genei).
    Primers :
forward primer 5′- AGCTGGCCCTGGCACTGACTCTGCTCT -3′ and
 reverse primer  5′-  AGGAA ACACCTTGCTTCTTCTCCCTC  -3′

Hardy Weinberg Equilibrium Test
Chi square Goodness of Fit (χ2) test was used to verify whether the genotype distributions are in accordance with Hardy-Weinberg equilibrium. The calculated  χ2 values for all the genes were compared with the standard tabulated value of χ2 at degree of freedom 1 (d.f. = 1) and level of significance 0.05 (P = 0.05), which is 3.84.In this study the genotype distributions for the assessed polymorphisms of each gene in the study groups were in accordance with the Hardy-Weinberg equilibrium .

	
Gene
	
χ2 Value for case
	
χ2 Value for control

	
VDR
	
0.27
	
0.24



Frequency distribution and association of Genotype, allele frequency and carriage rate of VDR polymorphism in central Indian population using Chi Square Test


	VDR
GENOTYPE
	CASE  N=134
N (%)
	CONTROL   N=160
N (%)
	CHI SQARE VALUE
χ2 (P Value)

	FF
Ff
Ff
	81 (60.45)
45 (33.58)
8 (5.97)
	115 (71.87)
37 (23.12)
4 (2.5)
	6.38 (0.0412*)

	Allele
F
F
	
207 (77.24)
61 (22.76)
	
267 (83.44)
45 (14.06)
	
6.71 (0.0096**)

	Carriage Rate
F
f
	
126 (94.03)
53 (39.55)

	
152 (95.00)
41 (25.62)
	
3.442 (0.0636)




* denotes the significant association between case and control,  N – Number of individuals in study group,   %- Genotype allele frequency and carriage rate expressed in percentage

