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Supplementary Table S1.- The fourteen primer combinations used for amplifying the complete mitogenome of M. viridis.

Primer name Primer sequence (5'— 3') Positions on the H-strand Size of PCR product (bp)
Fl1 GAATCCCTGAATGAGACGG 17751-17769 1441
R1 AACGGGCCGTCTAATCTCG 878-896

F2 CACTAACAAGACAGGTCAAGG 755-775 1682
R2 GGATTGCGCTGTTATCCCTGG 2416-2436

F3 GTTGGGGCGACCTTGGAG 2290-2307 1644
R3 GGAAGTATGGAGAGGTTTG 3915-3933

F4 CTCAAACCCCGGAAATGTGCC 3792-3812 1692
R4 GATGTCTTTGTGGTTGGTTGAG 5462-5483

F5 GATGAGCTTGCAACTCAACATG 5326-5347 1679
RS GTGAGGGTTCGACTCCTTCC 6985-7004

F6 CATCTGAGAAGCCTTTGCATCC 6851-6872 1568
R6 CCTAAGGACATGGATGGTTGG 8398-8418

F7 CCCTAATCCTAACATCCCTG 8247-8266 1710
R7 CAACTGTCTTAGTGTTAGAC 9937-9956

F8 CTCCCATGAGCCACCCAAC 9800-9818 2131
RS GGATGGTTGTAAGGGTGAGC 11911-11930

F9 CTGAGTCTAGAACCTCAGC 11780-11798 727
R9 GGGTTGTGGGTTGAGAGGAG 12487-12506

F10 GCAGAAGCCAACACAGCTG 12365-12383 811
R10 GGCTTGTTTGGACGAGCAG 13157-13175

F11 CCTAGCAGGATTCTACTCC 13030-13048 1054
R11 GCTATGAGAGTGAGGAGGAG 14064-14083

F12 GACTAATCCGAAACCTCCATGC 13939-13960 1066
R12 CATAGGCTGCGTGCGAAGAAG 14984-15004

F13 CTTCCCCATCATCAGTACCC 14804-14823 1742
RI13 GGTCTTAGGTTATGGAGTG 16527-16545

F14 TAGAGCACAGCAACCCCAC 16396-16414 1542
R14 GGTGAAAAGTGCCTAGTGTTG 17917-17937
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Supplementary Table S2.- Characteristics of mitochondrial genome for M. viridis.

Position Codon

Gene From To Size (bp) Strand Start Stop
tRNA-Phe (F) 1 68 68 H

12S rRNA 69 1038 970 H

tRNA-Val (V) 1039 1110 72 H

16S rRNA 1111 2724 1614 H

tRNA-Leu (UUR) 2725 2808 84 H

NdI 2810 3784 975 H ATG TAA
tRNA-Ile (I) 3802 3874 73 H

tRNA-GIn (Q) 3879 3949 71 L

tRNA-Met (M) 3949 4017 69 H

Nd2 4018 5059 1042 H ATG TAG
tRNA-Trp (W) 5057 5128 72 H

tRNA-Ala (A) 5130 5198 69 L

tRNA-Asn (N) 5221 5295 75 L

tRNA-Cys (C) 5299 5364 66 L

tRNA-Tyr (Y) 5364 5433 70 L

Cox1 5435 6985 1551 H ATG AGG
tRNA-Ser (UCN) 6977 7050 74 L

tRNA-Asp (D) 7055 7123 69 H

Cox2 7125 7808 684 H ATG TAA
tRNA-Lys (K) 7810 7880 71 H

Atp8 7880 8047 168 H ATG TAA
Atp6 8083 8721 639 H ATG TAA
Cox3 8721 9504 784 H ATG T
tRNA-Gly (G) 9505 9573 69 H

Nd3 9574 9924 351 H ATC TAA
tRNA-Arg (R) 9927 9997 71 H

Nd4l 9999 10295 297 H ATG TAA
Nd4 10289 11666 1378 H ATG T
tRNA-His (H) 11667 11736 70 H

tRNA-Ser (AGY) 11737 11804 68 H

tRNA-Leu (CUN) 11804 11874 71 H

Nd5 11875 13689 1815 H ATG AGA
Cyth 13706 14848 1143 H ATG TAA
tRNA-Thr (T) 14851 14919 69 H

CR 14920 16208 1289 H

tRNA-Pro (P) 16209 16279 71 L

Nd6 16283 16801 519 L ATG TAG
tRNA-Glu (E) 16805 16872 68 L

CCR 16806 18295 1490 H
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Alca rorda

CAACAAACAACAAACCAAACAACAAA CAACAAACAACAAA CAACHJACAACAAACCAAACAACAAA CAACAAACCAAACAACAAA CAICALACAACAAA CACAJACAACAAA CAACAACT

Halgwon pileata

LCAACAAACAAAATCATAAATTC TCACAAATTAACCAATEAACTC TAATTACACAAGCACACATTCCCA4CA44CAAAATCATAAATTCTCGAC AAATTAACGAATCGAACTCTAATTACACAAGT
AGACATTCCCAACAAACAAAATCATAAATTCTGACAAATTAACGAATGAACTCTAATTACACAAGCAGACATTICCCAACAAACAAAATCATAAATTC TCGAC AAATTAACGAATGAACTCTAATT
ACACAAGCAGACATTCCCAACAAA CAAAATCATAAATTC TCACAAATTAAC CAATCAACTC TAATTACACAAGCACGACATICCCAACAAA CAAAATCATAAATTCTGACAAATTAACGAATCA
ACTCTAATTACACAAGCACGACATTICCCAACAAA CAAAATCATAAATTCTGACAAATTAACCGAATCAACTCTAATTACACAACGCACGACATTCCCAACAAACAAAATC ATAAATTCTGACAAATTA
ACCGAATCAACTCTAATTACACAAGCACGACATTCCCAACAAA CAAAATCATAAATTCTEACAAATTAACCGAATEAA CTCTAATTACACAAGCAGACTTTCCCAACAAACAAAATCATAAATTCTG
ACAAMATTAACCGAATGAACTCTAATTACACAAGCAGACATTCCCAACAAACCTGAAC
Halcyon coromanda
ATCATTGACCTTCCCCCCCOCTACCCCCCAGTEGCTTATAGTCAC TG GTAATCCTATGTACTIC TGTGCATTAACCTATATTCCCCATTAATCATTGC ACTC AACTAGGACATTATACTTAATGTACGA
TCCACATTACATGTAATGTTTTAACTACATATC AATTATTATACTC GGGCATAATAATATC CTATACATTC ATACCCCATGGATTATATATGTAATGGC CCATCTACACATTCACTACCTTTACCCAAAC
CATTTAATATC ATAGCTTATACATACAGTCCTTTACTACACGAAAGTGCCTACCTACTAACTATGC ACCGTCACAGGET CATATAGTICGGTCCTICTCC TCTATGC TCGCGTACCCTCAGCCGCGTA
CCAGGTGGATTTATTAGTCGTACACATCACCTCAAATC AGCAACGCACCGCATATAATGTCCTTAGTTACTAGC TICAGGCCCATACTTTCCCCCTAAACCCCTAGCACAACTIGCTCTITTGCG
CCTCTGGT TCCTCTGTCAGGGCCATAACTTGGT TCACTCCCTTGCAGATTGCCTTTCATGAGA CATTTGETTGGGTTC TT GGTATTACATCTCACCCGTGATC GCGGCATTCCCTGTITT GGCGEC
TTTGGETATCTTTITITITGGGGCGTCTICAGGTAACCCTTICTAGTGC ACCGGETAATAACAATCTAAGACCTGTACATC ACATGGETATACGACCAGTGTT TGGCCCTCAGGTGC TGATGGCGTCA
TEGCTTAAGGATAACTTAGTCTCATCCCTGACACTGATGCACTTTIGGGT TGGECATTTGGTTATGGTG TATCCCCTAGC AGGTTATATATGC TGC TATTTAGTGAATGC TTGTAGGACATAGTTTITA

CCTTCAACACTTCTACTGATTITCCTAACAAATC TAGTAAGATTCCAGCTAAAA CACTAACCAATTCATTCGTTTICAATTCGTICATTCATTTICGTTC

Fig. S2. The CAACAA repeated motifs in the control region. “...” represent the N-terminal sequence of control regions have been
omitted. The CAACAA repeated motifs have been underlined and italicized.



