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Supplementary Fig. 1. Enriched GO terms of downregulated DEGs. Different colors are used to distinguish biological process, cell 
components and molecular functions, significant enrichment of GOterm is indicated by “*”.
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Supplementary Fig. 2. Antigen processing and presentation pathway.

Supplementary Fig. 3. Graft-versus-host-disease pathway.
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Supplementary Fig. 4. T cell receptor signalling pathway.

Supplementary Fig. 5. B cell receptor signalling pathway.
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